
fiTQun Seeding Values

• We want to study the impact of seeding values on fiTQun analyses 
like 1R-Fit etc.

• E.g. how does performance change if the seeding method 
changes? 

• Idea: Extract seed and store it in a new Branch in the .root file. 
Later analyse fit results and how they compare to seed.

• Here: New Branch "fitqun1r_.fq1rseed" contains eight entries per 
event.



fitqunoutC.h

FQROOTOut.cc



fiTQun_shared.cc

"fitparams" corresponds to the values of "snglTrkParams" 
at the point in fiTQun.cc where 
fiTQun_shared::SaveTestSnglTrkFit gets called.

fiTQun_shared::SaveTestSnglTrkFit only saves "test" 
variables which don't get read into the .root file. Perhaps 
problematic to save the seed using this function?



fiTQun.cc

SaveTestSnglTrkFit gets called at the point where X[i] still 
corresponds to the seed, and afterwards assumes the 
values of the fit result.

The other relevant variables are saved using functions like 
GetDefaultSnglTrkFit or SaveDefaultSnglTrkFit, but they 
are called when X[i] is either already the previous fit result 
or the new fit result.



fiTQun Seeding Values

• Recommendations/inputs?
• Right now used for testing purposes, but it would be useful for 

production. Do we want that?



Fit Result Difference to Seed
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