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Figure 6. Sensitive hypervolume hV T i from O3b for the various searches with pastro > 0.5 at the assessed points in the mass
parameter space. The Any results come from calculating the sensitive hypervolume for injections found by at least one search
analysis. The plotted points correspond to the central points of the log-normal distributions (with widths 0.1) used for the
calculation of hV T i. The values displayed are the same as those given in Table III.


