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Main version of the classes are ready

* Gitlab repo updated: https://gitlab.cern.ch/cdozen/nanoaodrdframe-ul/-/tree/UL TTLFV

= Before making any changes/modification try to compile and run it!

2 Detailed instruction: NanoAODframework instruction

e BaseAnalyser.cpp & BaseAnalyser.h —> Default version
 User need to rename the source and header files according to the their analysis
e BaseAnalyser.cpp —> TprimeAnalyser.cpp or SingletopAnalyser.cpp

e BaseAnalyser.n —> TprimeAnalyser.h or SingletopAnalyser.h
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https://gitlab.cern.ch/cdozen/nanoaodrdframe-ul/-/tree/UL_TTLFV
https://codimd.web.cern.ch/s/Mg6ju0oZ2

Object ID definition

//cut-based ID Falll7 V2 (@:fail, 1l:veto, 2:loose, 3:medium, 4:tight)
std::string NanoAODAnalyzerrdframe::ElectronID(int cutbasedID){

if(cutbasedID<® || cutbasedID>4){
std::cout<< "Error Wrong Electron ID requested == " << cutbasedID << "!! Can't be applied" <<std::endl;

std::cout<< "Please select number from @ to 4 " <<std::endl;

//Rdatatrame ook Tor the variables 1n the intput Itree..
std::string output = Form("Electron_cutBased == %d ",cutbasedID);

return output;

}
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Object ID definition

void BaseAnalyser::selectElectrons()

{

cout << "select good electrons" << endl;
//string veto_electron_str = Form ("Electron_pt>% v abs(Electron_eta)<%f && %s",cutdb->Md_Electron_pT, cutdb->Md_Electron_eta,

// rim = rim.Define("goodElectrons’”, veto electron_s

rlm = _rlm.Defineﬂ“goodElectrons“, Elec-ronID(Z)H //without pt

_rlm = _rlm.Define("goodElectrons_pt", "Electron_pt[goodElectrons]")
.Define("goodElectrons _eta", "Electron_etalgoodElectrons]")

.Define('"goodElectrons_phi", "Electron_phil[goodElectrons]")
.Define('"goodElectrons_mass'", "Electron_mass[goodElectrons]")
.Define("goodElectrons_idx", ::good_idx, {"goodElectrons"})
.Define(''NgoodElectrons", "int(goodElectrons pt.size())"

’

//qgenerate electron 4vector

_rlm = _rlm.Define("goodElectron_4Vecs", ::generate_4vec, {"goodElectrons_pt", "goodElectrons_eta", "goodElectrons_phi", "goodElectrons_mass'});
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Running on arange of entries

{

f count some entries u:

. auto Nentry = _rim.Count();

// This 1S how you can express a range of the first 100 entries
_rlm = _rim.Range(@, 100);
aut

o Nentry_100 = _rlm.Count();

// This 1s how you pick all entries from 10 onwards
o _rlm = _rim.Range(10, 0);

auto Nentry_10_end = _rlm.Count();

// We can use a stride too, 1n this case we
_rlm = _rim.Range(10, @, 3);
auto Nentry_10_end_3 = _rim.Count();

cout << "Usage of ranges:\n"
<< " ~ ALl entries: " << slentry << endl
<< " - Entries from 0 to 100: " << sNentry_100 << endl
<< " -~ Entries from 10 onwards: " << sNentry_10_end << endl
<< Entries from 100 onwards in steps of 3: " << sNentry_100_end_3 << endl;
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Running on Max number of files: - -

ime ./processnanocaod.py -—allinone -Y 2018 —-nrootfiles 4 --isDATA @ roottestfilesUL18/ testBaseANA_UL18.root >testBaseUL.out
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Running on Data / MC and UL / ReReco Selection

cime ./processnanocaod.py -—-allinone -Y 2018 —-nrootfiles 4 --isDATA @ roottestfilesUL18/ testBaseANA_UL18.root >testBaseUL.out

time ./processnanocaod.py --allinone -Y 2018 —--runtype UL --1sDATA @ roottestfilesUL18/ testBaseANA_UL18.root >testBaseUL.out
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Running options

e Structure:

e ./processnanoaod.py [option] [inputdir] [outputdir]

1]

» ./processnanoaod.py [options] [inputDir] {$outputroot} -> for “- - allinone” option

* [option]:
» = =split : How many jobs to split into. it will allow multithreading you to use multiple CPUs to process the files. (e.g. —split=5)
> [inputdir]: Inputfiles directory : roottestfilesUL18/

> [outputdir]: output directory : testBaseANA_UL : no need to create an output directory, it will be created if there isn’t

* ==allinone (-A) : will let you get a single output root file for all the files in the inputDir.

> {outputroot}: should be a root file name : testBaseANA_UL18.root

.Jprocessnanoaod.py ==allinone -Y 2018 --runtype UL --nrootfiles 4 --isDATA O roottestfilesUL18/ testBaseANA_UL18.root
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Task 1: Add a Boolean for UL/Re-Reco case (2018/2018UL))

« processonefile.py:
Add an option as a run-type for UL or RecReco
Add run-type option in "aproc" for BaseAnalyser

parser.add_option("-T", "——runtype", dest="json", type='

aproc = ROOT.BaseAnalyser(t, outfile, options.year,optiol
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