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Grid Background

* Applications & pipelines: for us, cooperation partners and meanwhile
as a SERVICE request

* Our own work: 300,000 CPUh per DAY & corresponding storage

+ We serve around 150 scientists

Demands - people come to us as successful gridders to be helped:
+ around 50 groups/scientists with immediate grid wishes

+ 16 consortia with ~ 100 groups
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Chromatin conformation regulates
gene expression

. ® 2 m DNA chain
} ® nucleus = 10 ym diameter
® chromatin conformation can

change gene expression by a
factor of ~25000
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DNA accessibility 1s controlled by

chromatin organizati()n
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COMBinatorial Oligonucleotide

fluorescence
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COMBinatorial Oligonucleotide

fluorescence in situ hybridization

probe

5'Pu l 3'Py
.

probe

target

Representation of the triple-stranded
binding of a homopyrimidine probe.

Hausmann et al, Biotechniques, 2003

3D image reconstructed of a lymphocyte

cell nucleus. The green spots indicate the
COMBO-FISH labelled region with a
probe set of 31 oligonucleotides.

Schwarz-Finsterle et al, Cell Biol Int, 2005
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The GLOBE 3D Genome Viewer,

Main- and Option-Windows
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The view of the
main window can
be changed in the
all spatial
directions.

The contend, for
example: displayed
chromosomes etc.,
of the main window
is controlled in the
option windows.
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SNRPN/SNURF 1 the

Chromosomal Context

"COMBO-FISH"
2665

2666
2667

22741809

"Ensembl gene”

SNRPN-205
SNRPN-204
SNRPN-203
SNURF-201
SNRPN-001
SNURF-202
SNURF-001

R . SNRPN-201

1:291745

Next to the region of
SNRPN /SNURF on
chromosome 15 is a
sequence of at least
1000 bp, which can
also be found on

chromosomes 1, 2,
i ands2.2:
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The SNRPN/SNURF Gene
Region

The COMBO FISH
Probes are located in
8225:’236 a0 ucschse the region of the
K Wl SNRPN/SNURF
| gene. More detailed
%ﬁ: | informations about
e | -- ~- selected regions can
== - be displayed.

SNURF

23046063 90 N M 1:49688
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SNRPN/SNURF Gene Region
With COMBO FISH Probes

SNRPN-205
NRPN-204
SNRPN-203
NURF-201 B
SNRPN-001
NURF-202
NURF-001
. SNRPN-201
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Dhifferent Visualhizations of

Chromosome 15 and SNRPN
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Each chromosome
can be visualized
with different
representations,
chromosome

| banding in line or

coil, or 3D structure.
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