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* The Spanish Network for e-Science
— Structure and link with the Spanish NGI.

* Biomedical applications in the Spanish Network
for e-Science.

* Challenges for Biomedicine on the Grid.
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Structure and Participants
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* 3 Roles are identified
— Mature applications aiming at a challenging experiment.
— Pilots that require intensive porting and a feasibility study.
— Support groups with experience on porting applications.
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Overview of the Bioinformatics Applications 1 '
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e Consolidated Use

— Work on current bioinformatic databases to analyse quality, improve
annotation or increase the usability

e Alignment and Annotation in large
databases and metagenomes.
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* Phylogenetic analysis. o l #CSIC

* Emerging Use
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Current Status _ '

T

Red Espanola de
e - Ciencia

e 4 Projects already have a VO created (vo.odthpiv.es-ngi.eu,
vo.blast.es-ngi.eu, vo.filogen.es-ngi.eu and vo.frodock.es-
ngi.eu).

— Currently on the process of consolidating a single vo for life
sciences (already in place).

e 3 Projects (GBLAST, FILOGEN, and g-MIRA), have been granted
with resources for porting through an internal project call.

* 33% of the resources have been consumed by the biomed

dppiication Resource Usage

Workshop on Life Science Virtual Research Co......u...



The perception of the need for resources is clear
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EDITORIAL |

Septembder 2009 | volume & | number 9

nature methods

www.nature,com/naturemethods U for life scienti

Metagenomics versus Moore's law

Metagenomics sprang from advances in sequencing technology, and continued improvements
are providing data in quantities unimaginable a few years ago. But without concerted efforts,
the amount of data will quickly outpace the ability of scientists to analyze it.
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Need for an European Grid-related interaction | '
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Do we need a European structure for grid-related Health and
LS communities?

— Regarding resources, it will be necessary for supporting computational
peaks that are being faced. Sharing resources with LHC users could be

complicated.

— Regarding cooperation, there is a clear need for avoiding replicating
efforts
* The Bioinformatics community, for example, is highly coordinated
and open.
— The bottleneck is clearly data, and the future is uncertain with NGS
and Medical Imaging.
» At the end of 2010 it will use the 30% of world global storage®.

* Costs for processing will be 20 times larger than sequencing?.

1 X :
Fact sheet: Information Storage Trends, IBM. Workshop on Life Science Virtual Research Community 8
2 Wilkening, et al. IEEE Cluster 09.



Need for an European Grid-related interaction | '
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 What would be its role ?
— Main point is coordination.
* Coordination of activities, negotiation of resources, supervision of
services, etc.

 What would be the supporting infrastructures ?

— Based on the Regional level.

— Regarding computing, In the Spanish and Portuguese NGls, a general
VO for biomed (life.vo.ibergrid.eu) has been created to support

Spanish and Portuguese activities.
* This will ease keeping the support to the international vo.
— Regarding coordination, in Spain there is a global Network for e-
Science (on top of Supercomputing and Grids)
* Along with many other vertical scientific associations in Health and

Bioinformatics. e aae .
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* Who would be the targeted user communities?

— In Spain and Portugal:

e Research Centres in Life Sciences (CNIO, CIB, IBMCP, CSISP, CIPF)

— They already have computing resources but facing new challenges in
data and computing.

* IT Research centres and Universities developing tools in
biomedicine (UPV-13M, CETA-CIEMAT, TIC-CIEMAT, 13A)

— Developers of applications.

* How would it be organized and how would it interact with the
existing initiatives?
— There is a need for a common international place: HealthGrid is
perceived as a good structure.
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