Histoire d’un jeune chercheur qui veut étudier la
physique de la méthylation de I’ADN

Ruggero Cortini
CORTINI@LPTL.JUSSIEU.FR

Laboratoire d’ Analyse et d’ Architecture des Systemes
CNRS, Toulouse, France

Premier Rencontre Scientifique des Grands Causses



La littérature sur la méthylation de I’ADN

Le jeune chercheur s’approche au sujet . ..



La littérature sur la méthylation de I’ADN

Le jeune chercheur s’approche au sujet . ..

GO gle dna methylation

Scholar A
I Aicles CpG-rich islands and the function of DNA methylation

AP Bird - Nature, 1985 - europepme.org

Case law It is likely that most vertebrate genes are associated withHTF islands--DNA sequences in
which CpG is abundant and non-methylated. Highly tissue-specific genes, though, usually

My library lack islands. The contrast between islands and the remainder of the genome may identify ...
Cited by 3459 Related articles  All 9 versions  Import into BibTeX Save Mare

Any time Role for DNA methylation in genomic imprinting

Since 2015 E Li, C Beard, R Jagnisch - Nature, 1993 - nature.com

Since 2014 Abstract THE paternal and maternal genomes are not equivalent and both ars requ_ired far

Since 2011 rmammalian development 1, 2. The difference between the parental genomes is believed to

be due to gamete-specific differential modification, a process known as genomic ...
Custom range Cited by 1789 Related articles  All 6 versions  Import into BibTeX Save Mare



La littérature sur la méthylation de I’ADN

Nombre de papier sur la méthylation de 'ADN par an

5000 f
4000 f
3000 f

2000 f

Nombre de papier

1000 |

0 |
1960 1970 1980 1990 2000 2010

Année

http://dan.corlan.net/medline-trend.html



La littérature sur la méthylation de I’ADN

Le jeune chercheur ne désespere pas ...



La littérature sur la méthylation de I’ADN

Le jeune chercheur ne désespere pas ...

WIKIPEDIA

‘The Free Encyclopedia

Main page
Contents

Featured content
Current events
Random article
Donate to Wikipedia
Wikipedia store

Interaction
Help
About Wikipedia
Community portal
Recentchanges
Contactpage

Toals
Whatlinks here
Related changes.
Upload e
Special pages
Permansnt link
Page information
Wikidata item

Create account & Ie

in Talk Contributions Login

Article  Talk Read Edit View history |S=arch Q

DNA methylation

From Wikipedia, the free encyclopedia

DNA methylation is a process by which methyl groups are added to DNA. Methylation modifies the function of the DNA,
typically acting to suppress gene transcription. DNA methylation is essential for normal development and is associated with a
numBer of key processes including genomic imprinting, X-chromasome inacivation, suppression of repetitive elements, and
carcinogenesis

Two of DNA's four nucleotides, cytasine and adenine, can be methylated. Adenine methylation is restricted to prokaryotes The
rate of cytosine DNA methylation differs strongly between species: 14% of cytosines are methylated in Arabidopsis thaliana,
4% in Mus musculus, 2.3% in Escherichia coli, 0.03% in Drosophila, and virtually none (< 0.0002%) in yeast species [']

DNA methylation can stably alter the expression of genes in cells as cels divide and differentiate from embryonic stem cells
into specific tissues. The resutting change is normally permanent and unidirectional, preventing a cell from reverting to a stem
cell or converting into a different cell type. However, DNA methylation can be removed either passively, by dilution as cells
divide, or by afaggr, active, process. The latter process accurs via ydroxylation of the methyl groups that are to be removed, | yystration of a DA moleculs that s methylated at. &)
rather than by complete remaval of methyl groups 1% DNA methytation is typically remaved during zygote formation and re- the two center cytosines. DNA methylation plays an
established thraugh successive cell divisions during development. Methylation modifications that regulate gene expression are :g:’;:i:;:‘f;:m;iz’;?m gene regulation in
usually heritable through mitotic cell division; some methylation is also heritable through the specialized meiotic cell division

that creates egg and sperm cells, resulting in genomic imprinting. DNA methylation suppresses the expression of endogenous

retroviral genes and ofher harmful stretcnes of DNA that have been incorporated into the host genome over time. DA methylation also forms the basis of chromatin structure,
which enables a single cell to grow inta multiple organs or perform multiple functions. DNA methylation also plays a crucial role in the development of nearly al types of cancer 1l

DNA methylation at the & position of cytosine has the speciic effect of reduring gene expression and has been found in every vertebrate examined. In adult somatic cells (cells in
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REVIEW

DNA methylation patterns
and epigenetic memory

Adrian Bird"
Wellcome Trust Centre for Cell Biology, University of Edinburgh, Edinburgh EH9 3]R, UK

The character of a cell is defined by its constituent pro- [Pe-G/trx) protein complexes. (Histone modification has
teins, which are the result of specific patterns of gene some attributes of an epigenetic process, but the issue of
expression. Crucial determinants of gene expression pat- heritability has yet to be resolved.] This review concerns
terns are DNA-binding transcription factors that choose DNA methylation, focusing on the generation, inheri-

genes for transcriptional activation or repression by rec- tance, and biological significance of genomic methyl-
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Maintenant notre jeune chercheur
veut savoir . ..
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Le jeune chercheur est un peu frustré ...
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C5M Le jeune chercheur est content !
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